ENZYME entry 2.6.1.1 



Page 1 of 2 



, ExPASy Home page Site Map Search ExPASy Contact us 



Search |Swiss-Protn"rEMBL 



Bfor[ 



ENZYME 

(HI KSiea'a 



Swiss-Pro) 



NiceZyme View of ENZYME: EC 2.6.1.1 



Official Name 



Aspartate transaminase. 



Alternative Name(s) 



Aspartate aminotransferase. 
Glutamic-aspartic transaminase. 
Glutamic-oxaloacetic transaminase. 
Transaminase A. 



Reaction catalysed 



L-aspartate + 2-oxoglutarate <=> oxaloacetate + L-glutamate 



Cofactor(s) 



Pyridoxal-phosphate. 



Comment(s) 



Also acts on L-tyrosine, L-phenylalanine and L-tryptophan. 

This activity can be formed from EC 2.6.1 .57 by controlled proteolysis. 
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UniProtKB/Swiss- 
Prot 



P46643 
Q60317 
Q58097 
P46248 
Q06191 
P00504 
P17174 
P00503 
P23542 
P08907 
P05202 
P00507 
Q59228 
P44425 
P63498 
058489 
Q92JE7 
P58661 
Q4J8X2 
Q55128 
Q56232 



AAT1_ARATH; 

AAT1_METJA; 

AAT2_METJA; 

AAT5_ARATH; 

AATB2_RHIME; 

AATC_CHICK; 

AATC_HUMAN; 

AATC_PIG; 

AATC_YEAST; 

AATM_HORSE; 

AATMJVIOUSE / 

AATM_RAT; 

AAT_BACST; 

AAT_HAEIN; 

AAT_MYCTU; 

AAT_PYRH0; 

AAT_RICCN; 

AAT_S ALTY ; 

AAT_SULAC; 

AAT__SYNY3 ; 

AAT THET8; 



P53001, 
P46645, 
P46644, 
Q02635, 
P33097, 
P28734, 
P05201, 
P12343, 
P12344, 
P00505, 
P00506, 
Q01802, 
P23034, 
P52069, 
P72173, 
093744, 
Q9ZE56, 
P36692, 
P14909, 
033822, 



AAT1_BACSU; 
AAT2_ARATH 
AAT 3 _ARATH 
AATA_RHIME 
AATC_BOVIN 
AATCJDAUCA 
AATC_MOUSE 
AATC_RABIT 
AATM_BOVIN 
AATM__HUMAN 
AATM_PIG; 
AATM_YEAST; 
AAT_BACY2 
AAT_METEX 
AAT_PSEAE 
AAT_PYRK0 
AAT_RICPR 
AAT__STRGR 
AAT_SULS0 
AAT_THEAQ 



P28011 
P39643 
P46646 
P58350 
Q22067 
P08906 
P37833 
P13221 
P00508 
P26563 
P12345 
067781 
P00509 
P63499 
Q9V0L2 
086459 
Q56114 
Q60013 
Q972A2 
Q9X0Y2 



AAT1_MEDSA 
AAT2_BACSU 
AAT 4 __ARATH 
AATB 1_RHIME 
AATC_CAEEL 
AATC_HORSE 
AATC_ORYSA 
AATC_RAT ; 
AATM_CHICK 
AATM_LUPAN 
AATM_RABIT 
AAT_AQUAE 
AAT_EC0LI 
AAT_MYCB0 
AAT_PYRAB 
AAT_RHILP 
AAT_SALTI 
AAT_STRVG 
AAT_SULT0 
AAT THEMA 
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f Search History Transcript 



Page 1 of 1 



WEST Search History 

Hide Items | Restore || Clear || Cancel 



DATE: Friday, May 12, 2006 



Hide? Set Name Query 


Hit Count 




DB=PGPB,USPT,EPAB,JPAB,DWPI; PLUR=YES; OP=OR 




n 


L7 


11 .elm. and (threonin$4).clm. 


11 


□ 


L6 


11 and (Akhverdian or Savrasova or Kaplan or Lobanov or Kozlov).in. 


13 


n 


L5 


L4 same (coli$2 or escherich$4 or glutamic$4 or corynefor$4) 


79 


□ 


L4 


LI same (threonin$4) 


166 


n 


L3 


L2 same (coli$2 or escherich$4 or glutamic$4 or corynefor$4) 


133 


□ 


L2 


LI same (threonin$4 or lysin$4) 


902 


□ 


LI 


(aspartat$4 same aminotransferas$4) or aspc$2 or transaminase$4 


8071 



END OF SEARCH HISTORY 



http://westbrs:9000/bin/cgi-bin/srchhist.pl?state=aal0nq.40. 1 &f=toc 1 &userid=dramirez 5/1 2/06 



=> d his full 



(FILE 'HOME' ENTERED AT 11:46:03 ON 12 MAY 2006) 



INDEX 'ADISCTI, ADISINSIGHT, ADISNEWS, AGRICOLA, ANABSTR, ANTE, AQUALINE, 
AQUASCI, BIOENG, BIOSIS, BIOTECHABS, BIOTECHDS, BIOTECHNO, CABA, CAPLUS, 
CEABA-VTB, CIN, CONFSCI, CROPB, CROPU, DDFB, DDFU, DGENE, DISSABS, DRUGB, 
DRUGMONOG2, DRUGU, EMBAL, EMBASE, ENTERED AT 11:46:16 ON 12 MAY 2006 
SEA (ASPC? OR (ASPARTAT?(S)AMINOTRANSFERAS?) OR TRANSAMINAS?) A 



4 FILE AGRICOLA 
7 FILE AQUASCI 
7 FILE BIOENG 
102 FILE BIOSIS 
22 FILE BIOTECHABS 

22 FILE BIOTECHDS 

23 FILE BIOTECHNO 
59 FILE CABA 

403 FILE CAPLUS 

4 FILE CEABA-VTB 
2 FILE DDFB 

2 FILE DDFU 
82 FILE DGENE 

5 FILE DISSABS 
2 FILE DRUGB 

4 FILE DRUGU 
1 FILE EMBAL 

71 FILE EMBASE 
34 FILE ESBIOBASE 

5 FILEFSTA 

521 FILEGENBANK 

1 FILEHEALSAFE 
15 FILE IFIPAT 

9 FILE JICST-EPLUS 
28 FILE LIFESCI 
190 FILE MEDLINE 

1 FILENTIS 

1 FILE OCEAN 
33 FILE PASCAL 

1 FILE PROUSDDR 
66 FILE SCISEARCH 
120 FILE TOXCENTER 
1705 FILE USPATFULL 
133 FILE USPAT2 

9 FILEWPIDS 

9 FILE WPINDEX 

1 FILE NLDB 

L1 QUE (ASPC? OR (ASPARTAT?(S) AMINOTRANSFERAS?) OR TRANSAMINAS?) 

AND THREONI? 



DRANK 



FILE 'USPATFULL, GENBANK, CAPLUS, MEDLINE, USPAT2, TOXCENTER, BIOSIS, 
EMBASE, SCISEARCH, CABA' ENTERED AT 1 1:49:09 ON 12 MAY 2006 
L2 3370 SEA (ASPC? OR (ASPARTAT?(S) AMINOTRANSFERAS?) OR TRANSAMINAS?) 
AND THREONI? 

L3 832 SEA (ASPC? OR (ASPARTATES) AMINOTRANSFERAS?) OR TRANSAMINAS?) 
(S) THREONI? 

L4 390 SEA L3(S)(COLI? OR ESCHERICH? OR ENTEROBAC? OR GLUTAMICU? OR 

CORYNEFOR? OR BACTERI? OR BREVIBACTER?) 
L5 372 DUP REM L4 (1 8 DUPLICATES REMOVED) 
L6 372 FOCUS L5 1- 

DTI L5 1-100 

DTI L5 101-200 

DTI L5 201-300 

DTIL5 301-372 

D IBIB ABS L5 1 13 17 36 53 72 76 98 100 104 106 110 
DKWIC L5 104 110 



Connecting via Winsock to STN 



Welcome to STN International! Enter x:x 

LOGINID : sssptal652dmr 

PASSWORD: 

TERMINAL (ENTER 1, 2, 3, OR ?) :2 



* * 


* * 


* * 


* * 


* Welcome to STN International ********** 


NEWS 


1 






Web Page URLs for STN Seminar Schedule - N. America 


NEWS 


2 






"Ask CAS" for self-help around the clock 


NEWS 


3 


JAN 


17 


Pre-1988 INPI data added to MARPAT 


NEWS 


4 


FEB 


21 


STN AnaVist, Version 1.1, lets you share your STN AnaVist 










visualization results 


NEWS 


5 


FEB 


22 


The IPC thesaurus added to additional patent databases on STN 


NEWS 


6 


FEB 


22 


Updates in EPFULL; IPC 8 enhancements added 


NEWS 


7 


FEB 


27 


New STN AnaVist pricing effective March 1, 2006 


NEWS 


8 


MAR 


03 


Updates in PATDPA; addition of IPC 8 data without attributes 


NEWS 


9 


MAR 


08 


X.25 communication option no longer available after June 2006 


NEWS 


10 


MAR 


22 


EMBASE is now updated on a daily basis 


NEWS 


11 


APR 


03 


New IPC 8 fields and IPC thesaurus added to PATDPAFULL 


NEWS 


12 


APR 


03 


Bibliographic data updates resume; new IPC 8 fields and IPC 










thesaurus added in PCTFULL 


NEWS 


13 


APR 


04 


STN AnaVist $500 visualization usage credit offered 


NEWS 


14 


APR 


12 


LINSPEC, learning database for INSPEC, reloaded and enhanced 


NEWS 


15 


APR 


12 


Improved structure highlighting in FQHIT and QHIT display 










in MARPAT 


NEWS 


16 


APR 


12 


Derwent World Patents Index to be reloaded and enhanced during 










second quarter; strategies may be affected 


NEWS 


17 


MAY 


10 


CA/CAplus enhanced with 1900-1906 U.S. patent records 


NEWS 


18 


MAY 


11 


KOREAPAT updates resume 


NEWS 


EXPRESS 


FEBRUARY 15 CURRENT VERSION FOR WINDOWS IS V8.01a, 



CURRENT MACINTOSH VERSION IS V6 . 0c (ENG) AND V6 . 0JC ( JP) , 
AND CURRENT DISCOVER FILE IS DATED 19 DECEMBER 2005. 
V8.0 AND V8.01 USERS CAN OBTAIN THE UPGRADE TO V8.01a AT 
http : / /download . cas . org/express/v8 . 0 -Discover/ 



NEWS HOURS STN Operating Hours Plus Help Desk Availability 
NEWS LOGIN Welcome Banner and News Items 

NEWS IPC8 For general information regarding STN implementation of IPC 8 

Enter NEWS followed by the item number or name to see news on that 
specific topic. 

All use of STN is subject to the provisions of the STN Customer 
agreement. Please note that this agreement limits use to scientific 
research. Use for software development or design or implementation 
of commercial gateways or other similar uses is prohibited and may 
result in loss of user privileges and other penalties. 

************************************ 
COMPLETE THE STN SURVEY - APRIL 27 THROUGH MAY 31 
Dear valued STN customer, 



In an effort to enhance your experience with STN, we would 



like to better understand what you find useful. Please take 
approximately 5 minutes to complete a web survey. 

If you provide us with your name, login ID, and e-mail address, you 
will be entered in a drawing to win a free iPod(R) . Your responses 
will be kept confidential and will help us make future improvements 
to STN. 

Take survey: http: //www. zoomerang.com/survey. zgi?p=WEB2259HNKWTUW 
Thank you in advance for your participation. 

************** STN Columbus *************** 

FILE 'HOME' ENTERED AT 11:46:03 ON 12 MAY 2006 

=> index bioscience medicine 
FILE 'DRUGMONOG' ACCESS NOT AUTHORIZED 
COST IN U.S. DOLLARS 

FULL ESTIMATED COST 



SINCE FILE TOTAL 
ENTRY SESSION 
0.21 0.21 



INDEX 'ADISCTI, ADISINSIGHT, ADISNEWS, AGRICOLA, ANABSTR, ANTE, AQUALINE, 

AQUASCI, BIOENG, BIOSIS, BIOTECHABS, BIOTECHDS , BIOTECHNO, CABA/ CAPLUS, 
CEABA-VTB, CIN, CONFSCI, CROPB, CROPU, DDFB, DDFU, DGENE, DISSABS, DRUGB , 
DRUGM0N0G2 , DRUGU , EMBAL, EMBASE, ...» ENTERED AT 11:46:16 ON 12 MAY 2006 



71 FILES IN THE FILE LIST IN STNINDEX 



Enter SET DETAIL ON to see search term postings or to view 
search error messages that display as 0* with SET DETAIL OFF. 

=> s (aspc? or (aspartat? (s) aminotransf eras?) or transaminas? ) and threoni? 

4 FILE AGRICOLA 

7 FILE AQUASCI 

7 FILE BIOENG 

102 FILE BIOSIS 

22 FILE BIOTECHABS 

22 FILE BIOTECHDS 

23 FILE BIOTECHNO 
59 FILE CABA 

4 03 FILE CAPLUS 
4 FILE CEABA-VTB 
2 0 FILES SEARCHED. . . 



2 


FILE 


DDFB 


2 


FILE 


DDFU 


82 


FILE 


DGENE 


5 


FILE 


DISSABS 


2 


FILE 


DRUGB 


4 


FILE 


DRUGU 


1 


FILE 


EMBAL 


71 


FILE 


EMBASE 


34 


FILE 


ESBIOBASE 


5 


FILE 


FSTA 


521 


FILE 


GENBANK 


1 


FILE 


HEALSAFE 


FILES SEARCHED. . . 


15 


FILE 


IFIPAT 


9 


FILE 


JICST-EPLl 


28 


FILE 


LIFESCI 


190 


FILE 


MEDLINE 


1 


FILE 


NTIS 


1 


FILE 


OCEAN 


33 


FILE 


PASCAL 


1 


FILE 


PROUSDDR 



66 FILE SCISEARCH 
120 FILE TOXCENTER 
1705 FILE USPATFULL 
133 FILE USPAT2 
63 FILES SEARCHED. . . 

9 FILE WPIDS 
9 FILE WPINDEX 
1 FILE NLDB 

3 7 FILES HAVE ONE OR MORE ANSWERS, 71 FILES SEARCHED IN STN INDEX 
LI QUE (ASPC? OR (ASPARTAT? (S) AMINOTRANSFERAS? ) OR TRANS AM INAS ? ) AND THREONI 



= > d 


rank 




Fl 


1705 


USPATFULL 


F2 


521 


GENBANK 


F3 


403 


CAPLUS 


F4 


190 


MEDLINE 


F5 


133 


US PAT 2 


F6 


120 


TOXCENTER 


F7 


102 


BIOSIS 


F8 


82 


DGENE 


F9 


71 


EMBASE 


F10 


66 


SCISEARCH 


Fll 


59 


CABA 


F12 


34 


ESBIOBASE 


F13 


33 


PASCAL 


F14 


28 


LIFESCI 


F15 


23 


BIOTECHNO 


F16 


22 


BIOTECHABS 


F17 


22 


BIOTECHDS 


F18 


15 


IFIPAT 


F19 


9 


JICST-EPLUS 


F2 0 


9 


WPIDS 


F21 


9 


WPINDEX 


F22 


7 


AQUASCI 


F23 


7 


BIOENG 


F24 


5 


DISSABS 


F25 


5 


FSTA 


F26 


4 


AGRICOLA 


F2 7 


4 


CEABA-VTB 


F2 8 


4 


DRUGU 


F2 9 


2 


DDFB 


F30 


2 


DDFU 


F31 


2 


DRUGB 


F32 


1 


EMBAL 


F3 3 


1 


HEALSAFE 


F34 


1 


NTIS 


F35 


1 


OCEAN 


F36 


1 


PROUSDDR 


F37 


1 


NLDB 



=> file fl-f7,f9-fll 

COST IN U.S. DOLLARS SINCE FILE TOTAL 

ENTRY SESSION 

FULL ESTIMATED COST 3.05 3.26 

FILE 1 USPATFULL ' ENTERED AT 11:49:09 ON 12 MAY 2006 

CA INDEXING COPYRIGHT (C) 2 006 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE 'GENBANK' ENTERED AT 11:49:09 ON 12 MAY 2006 



FILE 'CAPLUS' ENTERED AT 11:49:09 ON 12 MAY 2006 



USE IS SUBJECT TO THE TERMS OF YOUR STN CUSTOMER AGREEMENT. 
PLEASE SEE "HELP USAGETERMS " FOR DETAILS. 
COPYRIGHT (C) 2006 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE 'MEDLINE' ENTERED AT 11:49:09 ON 12 MAY 2006 

FILE ' USPAT2 ' ENTERED AT 11:49:09 ON 12 MAY 2006 

CA INDEXING COPYRIGHT (C) 2006 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE 'TOXCENTER' ENTERED AT 11:49:09 ON 12 MAY 2006 
COPYRIGHT (C) 2 006 ACS 

FILE 'BIOSIS' ENTERED AT 11:49:09 ON 12 MAY 2006 
Copyright (c) 2 006 The Thomson Corporation 

FILE 'EMBASE' ENTERED AT 11:49:09 ON 12 MAY 2006 
Copyright (c) 2006 Elsevier B.V. All rights reserved. 

FILE 'SCISEARCH' ENTERED AT 11:49:09 ON 12 MAY 2006 
Copyright (c) 2 006 The Thomson Corporation 

FILE 'CABA' ENTERED AT 11:49:09 ON 12 MAY 2006 
COPYRIGHT (C) 2006 CAB INTERNATIONAL (CABI) 

=> s (aspc? or (aspartat? (s) aminotransf eras?) or transaminas? ) and threoni? 
L2 3370 (ASPC? OR (ASPARTAT? (S) AMINOTRANSFERAS? ) OR TRANSAMINAS?) AND 

THREONI? 

=> s (aspc? or (aspartat? (s) aminotransf eras?) or transaminas?) (s) threoni? 
L3 832 (ASPC? OR (ASPARTAT? (S) AMINOTRANSFERAS?) OR TRANSAMINAS?) (S) 

THREONI? 

= > s 13 (s) (coli? or escherich? or enterobac? or glutamicu? or corynefor? or 
bacteri? or brevibacter?) 

L4 390 L3(S) (COLI? OR ESCHERICH? OR ENTEROBAC? OR GLUTAMICU? OR CORYNE 

FOR? OR BACTERI? OR BREVIBACTER?) 

=> dup rem 14 

DUPLICATE IS NOT AVAILABLE IN ' GENBANK 1 . 

ANSWERS FROM THESE FILES WILL BE CONSIDERED UNIQUE 

PROCESSING COMPLETED FOR L4 

L5 372 DUP REM L4 (18 DUPLICATES REMOVED) 

=> focus 15 

FOCUS NOT AVAILABLE IN f GENBANK » . 
PROCESSING COMPLETED FOR L5 

ANSWERS FROM NON FOCUS FILES PUT AT END OF ANSWER SET. 



L6 3 72 FOCUS L5 1- 

=> d ti 15 1-100 

L5 ANSWER 1 OF 372 USPATFULL on STN 

TI Method for producing L-amino acids using bacteria of the 

Enterobacteriaceae family 

L5 ANSWER 2 OF 372 USPATFULL on STN 

TI Corynebacterium glutamicum genes encoding metabolic pathway proteins 

L5 ANSWER 3 OF 372 USPATFULL on STN 
TI Molecular toxicology modeling 

L5 ANSWER 4 OF 372 USPATFULL on STN 

TI Corynebacterium glutamicum genes encoding stress, resistance and 

tolerance proteins 



L5 ANSWER 5 OF 372 US PAT FULL on STN 

TI Sequence -determined DNA fragments and corresponding polypeptides encoded 

thereby 

L5 ANSWER 6 OF 372 USPATFULL on STN 

TI Polynucleotides encoding polypeptides involved in amino acid 

biosynthesis in Methylophilus methylotrophus 

L5 ANSWER 7 OF 372 USPATFULL on STN 

TI Corynebacterium glutamicum genes encoding proteins involved in 

homeostasis and adaptation 

L5 ANSWER 8 OF 372 USPATFULL on STN 

TI Corynebacterium glutamicum genes encoding metabolic pathway proteins 

L5 ANSWER 9 OF 372 USPATFULL on STN 

TI Methods and compositions for amino acid production 

L5 ANSWER 10 OF 372 USPATFULL on STN 

TI Corynebacterium glutamicum genes encoding proteins involved in membrane 

synthesis and membrane transport 

L5 ANSWER 11 OF 372 USPATFULL on STN 

TI Gene products differentially expressed in cancerous cells and their 

methods of use II 

L5 ANSWER 12 OF 372 USPATFULL on STN 

TI Production of monatin and monatin precursors 

L5 ANSWER 13 OF 3 72 USPATFULL on STN 

TI Method for producing L-amino acids by fermentation using bacteria having 

enhanced expression of xylose utilization genes 

L5 ANSWER 14 OF 3 72 USPATFULL on STN 

TI Signatures of ER status in breast cancer 

L5 ANSWER 15 OF 3 72 USPATFULL on STN 

TI Corynebacterium glutamicum genes encoding phosphoenolpyruvate : sugar 

phosphotransferase system proteins 

L5 ANSWER 16 OF 3 72 USPATFULL on STN 

TI Corynebacterium glutamicum genes encoding proteins involved in 

homeostasis and adaptation 

L5 ANSWER 17 OF 3 72 USPATFULL on STN 

TI Microorganism producing L- threonine having inactivated tyrR gene, method 

of producing the same and method of producing L-threonine using the 
mi c roorgani sm 

L5 ANSWER 18 OF 3 72 USPATFULL on STN 

TI Corynebacterium glutamicum genes encoding regulatory proteins 

L5 ANSWER 19 OF 372 USPATFULL on STN 

TI Nucleotide sequence of the haemophilus influenzae Rd genome, fragments 

thereof, and uses thereof 

L5 ANSWER 20 OF 372 USPATFULL on STN 
TI Inbred corn line PHADA 

L5 ANSWER 21 OF 3 72 USPATFULL on STN 

TI Hybrid maize 37F73 

L5 ANSWER 22 OF 3 72 USPATFULL on STN 

TI Soybean variety XB25C05 



L5 ANSWER 2 3 OF 3 72 USPATFULL on STN 
TI Soybean variety XB4 3D05 

L5 ANSWER 24 OF 3 72 USPATFULL on STN 
TI Soybean variety XB3 9N05 

L5 ANSWER 25 OF 3 72 USPATFULL on STN 

TI Diamine derivatives of quinone and uses thereof 

L5 ANSWER 2 6 OF 372 USPATFULL on STN 

TI Corynebacterium glutamicum genes encoding novel proteins 

L5 ANSWER 27 OF 372 USPATFULL on STN 

TI Corynebacterium glutamicum genes encoding phosphoenolpyruvate : sugar 

phosphotransferase system proteins 

L5 ANSWER 2 8 OF 372 USPATFULL on STN DUPLICATE 1 

TI NUCLEOTIDE SEQUENCE OF THE HAEMOPHILUS INFLUENZAE RD GENOME,. FRAGMENTS 

THEREOF, AND USES THEREOF 

L5 ANSWER 2 9 OF 3 72 USPATFULL on STN ^ DUPLICATE 2 

TI Subfamily of RNA helicases which are modulators of the fidelity of 

translation termination and uses thereof 

L5 ANSWER 3 0 OF 3 72 USPATFULL on STN 
TI Translational profiling 

L5 ANSWER 31 OF 372 USPATFULL on STN 

TI Methods for monitoring multiple gene expression 

L5 ANSWER 32 OF 3 72 USPATFULL on STN 

TI Treatment of patients with multiple sclerosis based on gene expression 

changes in central nervous system tissues 

L5 ANSWER 33 OF 372 USPATFULL on STN 

TI Compounds for the modulation of the glycolysis enzyme and/or 

transaminase complex 

L5 ANSWER 34 OF 3 72 USPATFULL on STN 

TI Method for producing L-threonine using bacteria belonging to the genus 

Escherichia 

L5 ANSWER 35 OF 372 USPATFULL on STN 

TI Methods for in vitro expansion and transdif f erentiation of human 

pancreatic acinar cells into insulin-producing cells 

L5 ANSWER 3 6 OF 3 72 USPATFULL on STN 

TI Process for producing 1 -amino acid and novel gene 

L5 ANSWER 3 7 OF 3 72 USPATFULL on STN 

TI Targets for therapeutic intervention identified in the mitochondrial 

proteome 

L5 ANSWER 38 OF 3 72 USPATFULL on STN 

TI Method for studying the effects of commensal microflora on mammalian 

intestine and treatments of gastrointestinal-associated disease based 
thereon 

L5 ANSWER 3 9 OF 372 USPATFULL on STN 
TI Molecular toxicology modeling 

L5 ANSWER 40 OF 3 72 USPATFULL on STN 

TI Staphylococcus aureus polynucleotides and sequences 

L5 ANSWER 41 OF 372 USPATFULL on STN 



TI Quorum sensing signaling in bacteria 
L5 ANSWER 42 OF 372 USPATFULL on STN 

TI Identification of dysregulated genes in patients with multiple sclerosis 

L5 ANSWER 4 3 OF 372 USPATFULL on STN 

TI Nucleotide sequence of the haemophilus influenza Rd genome, fragments 
thereof, and uses thereof 

L5 ANSWER 44 OF 372 USPATFULL on STN 

TI Rice promoters for regulation of plant expression 

L5 ANSWER 45 OF 372 USPATFULL on STN 

TI Markers of neuronal differentiation and morphogenesis 

L5 ANSWER 4 6 OF 3 72 USPATFULL on STN 

TI Breast cancer progression signatures 

L5 ANSWER 47 OF 372 USPATFULL on STN 

TI Corynebacterium glutamicum genes encoding proteins involved in 

homeostasis and adaptation 

L5 ANSWER 4 8 OF 372 USPATFULL on STN 

TI Corynebacterium glutamicum genes encoding stress, resistance and 

tolerance proteins 

L5 ANSWER 4 9 OF 372 USPATFULL on STN 

TI Complete genome sequence of the methanogenic archaeon, Methanococcus 

jannaschii 

L5 ANSWER 50 OF 372 USPATFULL on STN 

TI Nucleic acid sequences relating to Candida albicans for diagnostics and 

therapeutics 

L5 ANSWER 51 OF 3 72 USPATFULL on STN 

TI Nucleic acid molecule and encoded protein associated with sterol 

synthesis and metabolism 

L5 ANSWER 52 OF 372 USPATFULL on STN 

TI Corynebacterium glutamicum genes encoding proteins involved in membrane 

synthesis and membrane transport 

L5 ANSWER 53 OF 3 72 US PAT 2 on STN 

TI Polynucleotides encoding polypeptides involved in amino acid 

biosynthesis in methylophilus methylotrophus 

L5 ANSWER 54 OF 372 USPATFULL on STN DUPLICATE 3 

TI Stress tolerant plants 

L5 ANSWER 55 OF 372 USPATFULL on STN DUPLICATE 4 

TI STAPHYLOCOCCUS AUREUS POLYNUCLEOTIDES AND SEQUENCES 

L5 ANSWER 56 OF 372 USPATFULL on STN 
TI Yeast proteome analysis 

L5 ANSWER 57 OF 3 72 USPATFULL on STN 

TI Libraries of expressible gene sequences 

L5 ANSWER 58 OF 372 USPATFULL on STN 

TI Expressed sequences of arabidopsis thaliana 

L5 ANSWER 59 OF 372 USPATFULL on STN 
TI Blood assessment of injury 

L5 ANSWER 60 OF 372 USPATFULL on STN 



TI 



Identification of modulatory molecules using inducible promoters 



L5 ANSWER 61 OF 372 USPATFULL on STN 

TI Libraries of expressible gene sequences 
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There is disclosed a method for producing L-amino acid, for example 
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L-glutamic acid, using a bacterium of the Enterobacteriaceae family, 
wherein the bacterium has been modified to enhance an activity of 
D-xylose permease. 
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INDEXING IS AVAILABLE FOR THIS PATENT. 

A method for producing an L-amino acid, 



such as L-histidine, 
and L-tryptophan, using 



L-threonine, L-lysine, L-glutamic acid, 

bacterium belonging to the genus Escherichia which has increased 
expression of genes, such as those of the xylABFGHR locus, which encode 
the xylose utilization enzymes, is disclosed. The method includes 
cultivating the L-amino acid producing bacterium in a culture medium 
containing xylose, and collecting the L-amino acid from the culture 
medium. 
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AB Provided are a microorganism capable of producing L-threonine and having 

an inactivated tyrR gene, a method of producing the same and a method of 
producing L-threonine using the microorganism. The microorganism can be 
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A gene coding for fructose phosphotransferase is introduced into a 
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AB Threonine or isoleucine is be produced by culturing a bacterium 

belonging to the genus Escherichia, which has an ability to produce 
L- threonine or L- isoleucine, and in which intracellular 
phosphoenolpyruvate carboxylase activity and transhydrogenase activity 
are enhanced, in a medium to produce and accumulate threonine or 
isoleucine in the medium, and collecting the threonine or isoleucine 
from the medium. 
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AB Although several high-resolution x-ray crystallog. structures have been 
determined 

for Escherichia coli aspartate aminotransferase (eAATase) , efforts to 
crystallize E. coli tyrosine aminotransferase (eTATase) have been 
unsuccessful. Sequence alignment analyses of eTATase and eAATase show 43% 
sequence identity and 72% sequence similarity, allowing for conservative 
substitutions. The high similarity of the two sequences indicates that 
both enzymes must have similar secondary and tertiary structures. Six 
active site residues of eAATase were targeted by homol . modeling as being 
important for aromatic amino acid reactivity with eTATase. Two of these 
positions (ZThr 109 and Asn 297) are invariant in all known aspartate 
aminotransferase enzymes, but differ in eTAT-ase (Ser 109 and Ser 297) . 
The other four positions (Val 39, Lys 41, Thr 47, and Asn 69) line the 
active site pocket of eAATase and are replaced by amino acids with more 
hydrophobic side chains in eTATase (Leu 39, Tyr 41, lie 47, and Leu 69) . 
These six positions in eAATase were mutated by site-directed mutagenesis 
to the corresponding amino acids found in eTATase to redesign the 
substrate specificity of eAATase to that of eTATase. Five combinations of 
the individual mutations were obtained from mutagenesis reactions. The 
redesignated eAATase were mutated containing all six mutations (Hex) displays 
second-order rate consts. for the transamination of aspartate and 
phenylalanine that are within an order of magnitude of those observed for 
eTATase. Thus, the reactivity of eAATase with phenylalanine was increased 
by over three orders of magnitude without sacrificing the high 

transamination activity with aspartate observed for both enzymes. Examination 

of 

the dissociation consts. of the dicarboxylate inhibitor maleate and the 
aromatic 



inhibitor hydrocinnamate with the mutant constructs demonstrates that the 
T109S an N297S mutations are specific determinants for high-affinity 
association of nonpolar ligands, whereas the other four mutations have the 
general effect of decreasing the dissociation consts. for both dicarboxylate 
and nonpolar ligands. The latter four changes presumably exert their 
general effect by stabilizing the closed conformation of the enzyme that 
is observed in x-ray crystals structures of eAATase complexes with 
dicarboxylate ligands. 
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AB Aromatic amino acid aminotransferase (ArAT) from Escherichia coli was 

overexpressed in E. coli cells, purified, and characterized. The enzyme 
was similar to aspartate aminotransferase (AspAT) of E. coli in many 
aspects, such as gross protein structure and spectroscopic properties. 
The reactions of pyridoxal 5 1 -phosphate-form ArAT with amino acids and 
pyridoxamine 5 ' -phosphate -form ArAT with oxo acids were investigated using 
stopped-flow spectrophotometric techniques. The kinetic parameters for 
these half reactions could excellently explain the ArAT-catalyzed overall 
transmission reactions at pH 8.0. Reactions of ArAT with aspartate and 
tryptophan which had been deuterated at position 2 showed isotope effects 
of 2.5 and 6.0 in the kcat values of the high-reactions, showing that the 
proton-transfer step is at least partially rate-limiting for these 
reactions. ArAT and AspAT showed overlapping substrate specificity. Both 
ArAT and AspAT were active toward dicarboxylic substrates. ArAT showed, 
however, 103 -fold higher activity toward aromatic substrates than AspAT. 
This high activity toward aromatic substrates was in part ascribed to the 
active site hydrophobicity of ArAT, which was suggested to be about 1.4 
times as large as that of AspAT. ^In addition to dicarboxylic substrate 
analogs, aromatic substrate analogs such as carboxylic acids, 2 -Me amino 
acids, and 3 -hydroxy amino acids caused characteristic changes in the 
absorption spectra of ArAT, while these aromatic analogs did not 
significantly change the spectra of AspAT. In particular, the 
erythro- 3 -hydroxy analogs of phenylalanine and aspartate caused a 
prominent absorption of ArAT at around 500 nm, which is generally ascribed 
to the accumulation of quinonoid intermediates. The threo forms of these 
3 -hydroxy analogs acted as substrates for ArAT. The erythro and threo 
forms of 3-hydroxyaspartate reacted with AspAT similarly as they reacted 
with ArAT; however, both forms of 3 -phenylserine were poor substrates for 
AspAT, although phenylalanine was a fairly good substrate for AspAT. The 
observations on the 2 erythro- 3 -hydroxy amino acids show the similar 
orientation of these analogs in the active site of ArAT, probably through 
a hydrogen-bonding network involving the hydroxy groups of the analogs and 
Tyr70, and suggests that the aromatic binding pocket is near or even overlaps 
the side-chain-carboxylate-binding site for dicarboxylic substrates. 
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A process for increasing the production of L- lysine, L- threonine, 
and L-isoleucine by fermentation of Corynebacteria or Brevibacteria 
transformed with plasmids containing aspartate semialdehyde 
dehydrogenase (ASD) or aspartate aminotransferase 

(AST) genes from the same microorganisms is described. Corynebacterium 
glutamicum RH6 produced 14.8 mg L-lysine/mL culture during fermentation, and 
17.7 mg/mL after transformation with pAsD2 . Following transformation with 
pATl L-lysine production increased from' 14.8 to 16.8 mg/mL. 
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Under nutrient shift-down conditions, threonine (Thr), 
ot-ketobutyrate, and isoleucine (lie) derepressed the formation of 
acetohydroxy acid synthase and isomeroreductase , but not that of 
transaminase B or threonine deaminase, in E. 
coli. Leucine and (or) valine, however, reversed the 

isoleucine-induced derepression. In the absence of isoleucine, leucine 
and valine completely inhibited the derepression of the enzymes after 
shift-down. Apparently, isoleucine is necessary for the efficient 
formation of acetohydroxy acid synthase isoenzymes I (encoded by gene 
ilvB) and III (encoded by gene ilv HI) . 
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In a threonine producer E. coli, strain Number 15 (Met-), the lysine- or 
methionine-sensitive aspartokinase which is insensitive to feedback 
inhibition of L-threonine was depressed . apprx. 5-f old when the auxotroph 
was cultured in the presence of a limited amount of methionine. The 
formation of asparatokinase , threonine deaminase, and transaminase B were 
increased in the presence of L-valine, whereas the presence of 
L-isoleucine appreciably repressed aspartokinase, threonine deaminase, and 
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transaminase B in the strain Number 234 (Met-, Val-) and strain T-3 (Met-, 
Val-, lieu-) . 
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